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Figure 4 




5 AGGAAGGGGG 3 



GCTGAAGCTTCCAAGCTTAGGAAGGGGGTGGTGGT 
CGACTTCGAAGGTTCGAATCCTTCCCCCACCACCA 

5 ^ 1S0 i€0 ■ ■ 170 ieo / 3 



Hinf 1 



0 (bp in supF) 



131 ^ 



Hinf I 
166 



205 



■1 50 bp 



35 bp- 



^ 65 bp ► 



supF PCR fragment: 250 bp 



complete Hinf I digestion: 1 50 bp, 65 bp, and 35 bp 

Hinf I site at 1 64-1 68 blocked or mutated: 1 50 bp and 1 00 bp 



Figure 5a 




Figure 5b 




Figure 6 
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Colony hybridization assay 




Wild type Mutant probe 
probe bp 167 T->A 



Figure 8 




Figure 9 



